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Gene regulatory networks (GRNs) are genomic control systems 
that are key to development in animals and plants. In this 
highly interactive course we introduce current concepts 
and ideas in GRN research and discuss  experimental and 
computational modeling approaches for the analysis of GRNs 
operating in development and evolution.
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Gene Regulatory 
Networks for 
Development

Very informative, gave me a whole new perspective on how to tackle GRN 
problems. Felt like the Beatles going to India.” —2016 Alum

Substantial financial 
assistance is available.
This course is funded by the Company of 
Biologists and the National Institute of 
Child Health and Human Development
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F2 Other
F1 Skel. Mesodern

A1: WT
A2: reduced signal exposure

A3: no feedback

A4: signal in AND logic

B1: WT
B2: no interaction in 2

C1: WT
C2: linear pathway

C3: WT, transient input

C4: linear pathway, transient input

D1: WT
D2: Linear pathway a>b c

E1: WT, skeletog. cell

E2: WT, NSM
E3: D/N activates alx1

and gcm
E4: D/N activates gcm 

before alx1

F1: skelotog. mesoderm

F2: rest of embryo
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